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:^^^'^■.->^^^-<^^^^ ?£Ei!&E CONTACT RdrnTVif^^M^ ' 

-^^^IfP^i^^ or phone 7<^0§411»^ ■ : ^• 

^ v^^^^^^^ or phohc^OMOfr^l 19 (R. Wax) 

Tb »y)ucE erropSd sequence ustings, please use toe checker 

VERSION 3.6 iPROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of thc-art Windows based software program 
employing a logical and intuitive user-interfece to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original vereion of 37 CFR §§1,821 - 1.825 effective October 1, 1990 (old 
tulcs) aiid the revised version (new rules) effective July 1» 1998 as well as World Intellectual 
Proper^ Or^mizati<m (WIPO) Standard ST.25: . 
l^wilcDr Version 3.tf r^laceS^e previous DOS-based version of Checker, and is Y2K- ..^^y: 

:XC^^ United St^ P'^"* 

i^tlse of Otecker piior to €^\xn^ihe sequeape listing is 



http://www.uspto.gov/web/offices/pac/checker 
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Raw Sequence Listing Error Summai7 



SERIAL N^^^BER: ^^j^^6^ C>,^ 



FRROR DETECTED SUGGESTED CORRECTION 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH -ALniA" HEADERS. WlllCIt WERE INSERTED DY TTO SOFTWARE 

Wrapped Kuclcics The numbcrAcxt at Ihc end of each line *VT3ppcd" down to the next line. This may occu/ if your Hie 

Wrapped Aminos was relhcvcd in a word processor « Her crcaUng it. Please adjust your right margin to 3, ihis w-il! 
prevent "wrapping " 



Invalid Line Length Tlie ruJcs require ihjl a line not cicccd 72 characters in length Thjs includes uliiic Sfwccs 

_MisaIiGncd Animo Tlic nunibcruig under each 5*" amino acid is misaligned Do not use lab codes between numbers. 
Numbering use ipacc character!, instead 

_Non-ASCll The subirutlcd file was not saved in ASCn(DOS) text, as required by llic Sequence Rules Plcaic 

cniurc )'Our jubscqucnl lubmiision it lavcd In ASCC IciL 

_Vari3bIc LengUi Scquaicc<s) conuin n's or Xaa 's representing more Ihnn one residue. Per Sequence Rulej. 

each n or Xaa can only rcprcicnt ■ iln^le residue. Please present the maximum number of each 
residue havmg variable IcnglJi and mdicalc in the <220>-<223> section that some may be missing 

PalentJn 2.0 . A "bug" m Paicnlln version 2 0 lias caused Uic <220>-<223> section to be missing from an^ino acid 

"bug" scqucnces(s) Normally. Palcntln would automaLically generate this secljon from iJic 

previously coded nucleic acid sequence Please nunually copy the relevant <220>-<223> section to 
the subsequent otiuno acid sequence Tliii applici to the mandatory <220>-<^23> leciioni for 
ArliHcial or Unknown icquenccj. 

_Skjppcd Sequences Scquaicc(s) inissmg If inicntion.it. plcisc inscit the following lines for each skipi^d sequence 

(OLD RULCS) (2) [NrOIlMATION TOR SLQ ID NO X (inscn SCQ ID NO where "X" is shouii) 

(i) SCQUCNCC ClIARACniRlSTlCS: (Do not imcrt any subheadings under Uns lic.iding) 

(xi) SBQUCNCL DESCRIPTION SLQ ID NO.X: (insert SEQ [D NO where -'X" is sho\MO 
This sequence IS intcnLionally skipped 

Please aJso adjust Oic "(ii) NUN^CR OF SGQOENCES;" response to include Uie skipped sequences 

_SVjppcd Sequences Sequcncc<s) missmg irinlcnlional. please inscrl Ihc following lines for each skipped sequence 

(NEW RLTLES) <2 10> sequence id number 
<400> sequence id number 
000 

_Usc of n's or Xaa's Use of n's and/or Xaa's have beai delected in the Sequence Listing 

CKEW RULES) Per I 82 3 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's arc prcicni 

In <220> to <223> section, please cxpl.iin location of n or Xia. and wluch residue n or Xsa represents 



10 Invalid <213> Per 1.823 of Sequence Rules, the only valid <213> responses are: Unknown. Artincial Sequence, or 

Response scientinc na;nc (Gams/spccics) <220>-<223> section is required when <213> rcs;x>nsc is UnVno\%Ti or 

is Anificial Sequence 

I I Use of <220> Sequcncc<s) missing l)ie <320> "Feature" and nssociated numeric identifiers and responses 

Use of <220> to <22 3> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 
i "Unknown." Please explain source of genetic material in <220> to <223> section 

/ (Sec 'Tcderal Register "06A) I/I 998. Vol. 63. No. 10^, pp. 29631 -32) (See. 1 .823 of Sequence Rules) 

1 2 l/ PatciiLln 2.0 Please do not use "Copy lo Disk" function of PatenlJn version 2.0. This causes a corrupted file, 

"bug" resultmg in mjssing mandatory numenc idenUficr^ and responses (as indicated on raw sequence 

listing) Instead, please use * File Manager" or any olher manual means lo copy file lo floppy disk 



AMC " Diolcchnology Systems Branch - 06/04/2001 
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RAW SEQUENCE LISTING 

PATErJT APPLICATION: US/09/869 , 004 



DATE: 07 /ri 9/2001 
TIME: 10 : i 1 : 50 




li: 
11 

i:- 
1 

i:: 
1'. 

ly- 

V: 

n 1 



Ir^pu*. Set : A:\Ru-007 6.app 

_^et^:_ N:^CRF3\07092001\I869004 . raw 

<140> CURRENT APPLICATION NUMBER: US/09/869 , 004^^"^^^^^ ^ ^ 0 

<141> CURRENT FILING DATE: 2001-06-22 ^ DOGS NOt Comply 

<iio> APPLICANT: ^ CorrectGcl Diskette NeedeQ 

<120> TITLE INVENTION: 
<130>_riLE REFERENCE : 



1^0. FPIOP APPLICATI'jN NUMBER: 60/113,7 31 
101. EPI'OF FILIN(^ DATE: 1998-12-2}; 
l^.O:- NUMBLP '^T^ ePQ ![• NOS : 3 
17ii: or.p^TKARP: Paten: In Ver. 2.0 
?E'.' ff'3: . 

l: iE:;>];iTi: 13 

TYPE: n'MA 
2". 3:- O'F'JAKI.Tn: Artificial Sequemre 
FEATPPE : 

223:- ijT;iEI- IN EOFl-lATIiON : Des^cription c>£ Artificial Sequence: S;/nthetii^ 
•pi'T- SE'jMEr;CE: 1 

j'r;*-.,-iC.= t C':-'; 13 
SE'..' Ill' WO: 2 

:pi;3;:h: 13 

TYi'E: i3MA 
2i;p- (31- i.VAN J SM : Artificial Sequence 
EEATPPE : 

2^3:' L^TIIEF I :IE'3F.[1ATIl'N : Descripticn of Artificial Sequence: 
3Et3ULr:i:E: ^ 



3i ■ 
H2 
33 

^; 

3/ 
3^ 
3-^ 
-1 1 
■12- 

;3 

45 

W--> 46 



:Tcat 
2 li.i: 
..; 11: 
2 12 
^ 1 ^ 



: 4 I J 0 



gt Tt a ccc 
SE'.i IP NC-: 3 

le:j3;th: 13 

TYPE: PMA 

i3F«.;AP1SM: Artificial Sequem^e 
EEATUFE: 

OriliEF IJiElILUM3I'3N : Descripticn ot Artificial Sequence: 
n = .j,'5ai'- i : £iiran 



/nt het ic 

1 3 




/nthetic 




SE'jMEtJCE 



cgcatgngta cgc 



13 



file://C:\Crt3\Outhold\VsrI869004.hlm 
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VERIFICATION SUMMARY 

PATENT ArPLICATIOiN : US/09/869,004 

Input Set : A:\Ru-0076.app 

Output Set: N:\CRF3\07092001\I869004.raw 



DATE: 07/09/2 001 
TIME: 10:11:51 



-i-i : 


3 


M 


270 


c 


Current Applic:ation Number di 


ffe:rs, Replaced Current 


Applicat ion 


L : 


3 


M 


271 


c 


Current Filing Date differs, 


Refilaced Current Filing 


Date 




0 


M 


201 


w 


[•landatory riel'i data missing. 


AE'PLICAKT NAME 




L : 


0 


M 


201 


w 


Mandatory fiel'3 data missing. 


TITLE INVENTION 




L: 


0 


M 


201 


w 


Mandatory fiel'::! data missing. 


FILE REFERENCE 





h:A6 M:341 W: (46) 



or "Xaa" used, for SEQ ID#:3 



rile://C :\Crf3\Outhold\Vsrl 869004.htm 
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